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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/899, 634A 



DATE: 12/06/2001 
TIME: 16y^jl 



Input Set : A:\SEQ IDs of application 4_31499A.t£& 
Output Set: N:\CRF3\12062001\I899634A.raw 




3 <110> APPLICANT: Thomas Buehler, Reto Andreas Gadient, 
W--> 4 <120> TITLE OF INVENTION: pCAR and its uses 

6 <130> FILE REFERENCE: 4-31499A 
C--> 8 <140> CURRENT APPLICATION NUMBER: US/09/899 , 634A 
C--> 8 <141> CURRENT FILING DATE: 2001-07-05 

8 <160> NUMBER OF SEQ ID NOS : 4 
10 <170> SOFTWARE: Patentln version 3.0 

12 <210> SEQ ID NO: 1 

13 <211> LENGTH: 4286 

14 <212> TYPE: DNA 

15 <213> ORGANISM: porcine 

17 <220> FEATURE: 

18 <221> NAME/KEY: CDS 

19 <222> LOCATION: ( 3229 )..( 4014 ) 

21 <400> SEQUENCE: 1 

22 cggtgcgggc ctcttcgcta ttacgccagc tggcgaaagg gggatgtgct 
24 taagttgggt aacgccaggg ttttcccagt cacgacgttg taaaacgacg 
26 agttgggatc tttgcattgg cccacggctc tcaggatggg gatgctcccc 
28 ggttcccctt ggaaactgat ggtcctggct ctgtggcatg gcagtggcac 
30 ccctaccagc agcacacagt gggtttggca ctgccacgct ccggatgccg 
32 caaccccata atcaagggaa cccgaattgc cccatcattg cccccaccac 
34 ccgggccctc acaccccacg ctgccttgtg gtgacattcc ccagcccaaa 
36 catggctacc gcggggcatt tcccattgcc gccccattat cagctctgca 
38 tgtacccatg cctcgtggct gcccttcttt gacgtataat cttctaatta 
40 ttgtcaaagt ggagcacaaa cgttaattaa ttccccagca ggcaggtaat 
42 actccctttt tgctgcgagt ggggctgata cagagagatg tggcactatg 
44 ggtcctggca ctgggtgccc acggaggtcc ccatgtgctg cagtgtcacc 
46 tgacagtatt gtccctgcgg tgtccctgca gctcagctct gtccacaggg 
4 8 tttggagggg acacaatgca gccccgatgc aacccatcct cgcagcatcc 
50 gaccccactg caagaccgca cacagggctg ggtcccgctc ccctaatatc 
52 ttgcatggcc ccttaatcaa tgcagttaat cagcatgcgc tcatgcaccg 
54 gcaaagcccc tcgcagcgct gctcaccaac accgcgcacc gccccggccc 
56 acgcgctgca aacaggaaag aaacaaaata ttgcccaaat gtaggcaaag 
58 gccttgacct ccgccgggcc gggccctgcc tgactcagct ccttactcag 
60 ctccctccgg ctgccaccgc cgcagcgcac accctgacaa agagtggccc 
62 ctgaggtgca cccagcagtg cactcagcag tccaagggcc ggcctggagg 
64 tacgtgctga cattagcatt gaacttggcc ctgggtagtg ctgcaggccg 
66 gtgtagagag tgcagcgcgc gttgcacccg gtgccccttc ccctcccttg 
68 ggctgcaccc cagcaccagg cccgtgcatg catgctcctg gtgttattgc 
70 atgcatgcgt cttagtggtg cagcgctgtg catgcatcct ccttggtgtg 
72 gtgcatgcat acccctcggt gttattgctg ctctgtgcac gcacgctcat 
74 catcccagtg catgcactca cactggagcg attgctgctc ggtgcacgca 
76 atcacgtcag ctcagtggct gcacgcacac cggtgttatt gctgctcggt 
78 acatcagtgt cgctgcagct cagtgcatgc acgctcattg cccatcgcta 
80 tcctgctggc gctccccggg aggtgacttc aaggggaccg caggaccacc 
82 ggggagggct gcacacgcgg accccgctcc ccctccccaa caaagcactg 
84 aaggggggag gggggatgga ggggcgcgtc acacccccgc cccacaccct 



Reinhard Korn, Rao Movva 



gcaaggcgat 
gccagtgcca 
ttcagcaccc 
tgtgaggagc 
cgctctgatc 
ccccatcctg 
cccacggctt 
cacctcccgc 
atacccggcc 
taacagtgtg 
gagcccacgg 
gcctccgagg 
ccacctccag 
cagggacaaa 
tacagtgctt 
ctctggagct 
agcctgcagc 
gcattcggct 
cgctcgcttc 
ttaacgggct 
tttgcaccgc 
ggcggggtgg 
catcccagca 
agcctggtgc 
tagcagctta 
tgtatcactt 
cactcattgt 
gcgtgcatgc 
tccctgcctc 
tcgggggtgg 
tggaatcaaa 
cacctcgagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/899 , 634A 



DATE: 12/06/2001 
TIME: 16:19:12 



Input Set : A:\SEQ IDs of application 4_31499A.txt 
Output Set: N:\CRF3\12062001\I899634A.raw 



86 tgagccccac gttctgcttc actctcccca tctccccccc 
88 atttatttat tttttaatta ttttgtgcag cgatgggggc 
90 ccaggcgggg cggggcgggg cgaggggcgg ggcggggcga 
92 gccaatcaga gcggcgcgct ccgaaagttt ccttttatgg 
94 ccctataaaa agcgaagcgc gcggcgggcg ggagtcgctg 
96 ccgctccgcg ccgcctcgcg ccgcccgccc cggctctgac 
98 gtgagcgggc gggacggccc ttctcctccg ggctgtaatt 
100 ctcgtttctt ttctgtggct gcgtgaaagc cttaaagggc 
102 gggggggagc ggctcggggg gtgcgtgcgt gtgtgtgtgc 
104 cccgcgctgc ccggcggctg tgagcgctgc gggcgcggcg 
106 gtgtgcgcga ggggagcgcg gccgggggcg gtgccccgcg 
108 gaacaaaggc tgcgtgcggg gtgtgtgcgt gggggggtga 
110 ggtcgggctg taaccccccc ctgcaccccc ctccccgagt 
112 cgggtgcggg gctccgtgcg gggcgtggcg cggggctcgc 
114 ggcaggtggg ggtgccgggc ggggcggggc cgcctcgggc 
116 ggcgcggcgg ccccggagcg ccggcggctg tcgaggcgcg 
118 tttatggtaa tcgtgcgaga gggcgcaggg acttcctttg 
120 aaatctggga ggcgccgccg caccccctct agcgggcgcg 
122 gcaggaagga aatgggcggg gagggccttc gtgcgtcgcc 
124 atctccagcc tcggggctgc cgcaggggga cggctgcctt 
12 6 ggggttcggc ttctggcgtg tgaccggcgg ggtttatatc 
12 8 cagcccccaa gcttaaggtg cacggcccac gtggggacta 
129 
130 



ctccccaccc ccaattttgt 1980 

gggggggggg ggggcgcgcg 2040 

ggcggagagg tgcggcggca 2100 

cgaggcggcg gcggcggcgg 2160 

cgttgccttc gccccgtgcc 2220 

tgaccgcgtt actcccacag 2280 

agcgcttggt ttaatgacgg 2340 

tccgggaggg ccctttgtgc 2400 

gtggggagcg ccgcgtgcgg 2460 

cggggctttg tgcgctccgc 2520 

gtgcgggggg gctgcgaggg 2580 

gcagggggtg tgggcgcggc 2640 

tgctgagcac ggcccggctt 2700 

cgtgccgggc ggggggtggc 2760 

cggggagggc tcgggggagg 2820 

gcgagccgca gccattgcct 2880 

tcccaaatct ggcggagccg 2940 

ggcgaagcgg tgcggcgccg 3000 

gcgccgccgt ccccttctcc 3060 

cgggggggac ggggcagggc 3120 

ttcccttctc tgttcctccg 3180 

gtgccacc atg gcg etc 3237 
Met Ala Leu 
1 



132 


ctg 


ctg 


tgc 


ttc 


gtg 


etc 


ctg 


tgc 


gga 


gtc 


gcg 


gat 


etc 


acc 


aga 


agt 


3285 


133 


Leu 


Leu 


Cys 


Phe 


Val 


Leu 


Leu 


Cys 


Gly 


Val 


Ala 


Asp 


Leu 


Thr 


Arg 


Ser 




134 




5 










10 










15 












136 


ttg 


agt 


ate 


act 


act 


cct 


gaa 


cag 


atg 


att 


gaa 


aag 


gec 


aaa 


ggg 


gaa 


3333 


137 


Leu 


Ser 


He 


Thr 


Thr 


Pro 


Glu 


Gin 


Met 


He 


Glu 


Lys 


Ala 


Lys 


Gly 


Glu 




138 


20 










25 










30 










35 




140 


act 


gec 


tat 


ttg 


cca 


tgc 


aga 


ttt 


acc 


ctg 


ggt 


cca 


gaa 


gac 


cag 


ggg 


3381 


141 


Thr 


Ala 


Tyr 


Leu 


Pro 


Cys 


Arg 


Phe 


Thr 


Leu 


Gly 


Pro 


Glu 


Asp 


Gin 


Gly 




142 










40 










45 










50 






144 


ccg 


ctg 


gac 


ate 


gag 


tgg 


ctg 


ctg 


tea 


cca 


get 


gat 


aat 


cag 


aag 


gtg 


3429 


145 


Pro 


Leu 


Asp 


He 


Glu 


Trp 


Leu 


Leu 


Ser 


Pro 


Ala 


Asp 


Asn 


Gin 


Lys 


Val 




146 








55 










60 










65 








148 


gat 


caa 


gtg 


att 


att 


tta 


tat 


tct 


gga 


gac 


aaa 


att 


tat 


gac 


gac 


tac 


3477 


149 


Asp 


Gin 


Val 


He 


He 


Leu 


Tyr 


Ser 


Gly 


Asp 


Lys 


He 


Tyr 


Asp 


Asp 


Tyr 




150 






70 










75 










80 










152 


tac 


caa 


gat 


ctg 


aaa 


gga 


cga 


gta 


cat 


ttt 


aca 


agt 


aat 


gat 


etc 


aaa 


3525 


153 


Tyr 


Gin 


Asp 


Leu 


Lys 


Gly 


Arg 


Val 


His 


Phe 


Thr 


Ser 


Asn 


Asp 


Leu 


Lys 




154 




85 










90 










95 












156 


tea 


ggt 


gat 


gca 


tea 


ata 


aat 


gta 


aca 


aat 


eta 


cag 


ttg 


tea 


gat 


att 


3573 


157 


Ser 


Gly 


Asp 


Ala 


Ser 


He 


Asn 


Val 


Thr 


Asn 


Leu 


Gin 


Leu 


Ser 


Asp 


He 




158 


100 










105 










110 










115 




160 


ggc 


aca 


tat 


cag 


tgc 


aaa 


gtg 


aaa 


aag 


get 


cct 


ggt 


gtt 


gga 


aat 


aag 


3621 


161 


Gly 


Thr 


Tyr 


Gin 


Cys 


Lys 


Val 


Lys 


Lys 


Ala 


Pro 


Gly 


Val 


Gly 


Asn 


Lys 




162 










120 










125 










130 






164 


aag 


att 


cag 


ctg 


aca 


gtt 


ctt 


ctt 


aag 


cct 


tea 


ggt 


aca 


aga 


tgt 


tat 


3669 
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165 


Lys 


He 


Gin 


Leu 


Thr 


Val 


Leu 


i-iC KJ. 




Pro 


OCX 


oxy 


T Vi r* 

J. I1X 


rVX y 




iyr 




166 








135 










14 0 










IAS 

X ft 








X t> O 




gat 


yy a 




y dd 


y acL 


d L- L. 


gga 


a p +- 
dd u 


rra c* 
y do 


LLL 


aaa 


CLa 


aaa 


rgt 


gaa 


J I X / 


169 


Val 


Asp 


Glv 


Ser 


Glu 


Glu 


He 


Gl v 


Asn 


ASp 


Phe 


Lys 


Leu 


xty o 


^ y o 


Vj X H 




170 






150 










1 










1 fiO 
lull 










X / £t 


cca 


ddd 


gaa 


99 1 


tea 


etc 


cca 


Ltd 


CL.a 


La L 


gaa 


tgg 


cag 


aaa 


ttg 


tec 


D 1 DJ 


173 


Pro 


Lys 


Glu 


Glv 


Ser 


Leu 


Pro 


Leu 


Leu 


fvr 

J 


Glu 


T"rn 
ixp 


m n 


xj_y o 


T,on 
JJCU 


Cor 
OCX 




174 




1 fis 










1 70 

X / \J 










1 7S 

X / D 












i 7fi 

X / O 


p> -f- 

<H d L. 






d d. y 


ctg 


ccc 


acc 


-H-rr 

ivcg 


tgg 


•H-t-a 
LT-d 


gca 


gaa 


a f rr 

a eg 


act 


tea 


cct 




177 


Asn 


Ser 


Gin 


Lys 


Leu 


Pro 


Thr 




il t J 




A1 a 




WC L 


T In t- 
± 11X 


OCX 


xrX U 




1 7ft 
x / o 


1 ft 0 










i ft ^ 










1 QO 














-LOU 








y La 


aaa 


ddL 


gec 


LCI. 


a nt- 
aCL 


gaa 




LCC 


999 


aca 


tac 


age 


JOOl 


181 


Val 


He 


Ser 


Val 


Lys 


Asn 


Ala 


Ser 


Thr 


Glu 


Tyr 


Ser 


Gly 


Thr 


Tyr 


O "X 














200 










205 










zxU 






104 




acc 


gtg 


aaa 


aac 


aga 


gtg 


ggc 


tct 


gat 


cag 


tgc 


ctg 


ctt 


cgc 


ctg 


jy uy 


185 


Cys 


Thr 


Val 


Lys 


Asn 


Arg 


Val 


Gly 


Ser 


Asp 


Gin 


Cys 


Leu 


Leu 


Arg 


Leu 




186 








215 










220 










225 








188 


gat 


gtg 


gtt 


cct 


cct 


tea 


aat 


aga 


get 


gga 


aca 


att 


gca 


gga 


get 


gtt 




189 


Asp 


Val 


Val 


Pro 


Pro 


Ser 


Asn 


Arg 


Ala 


Gly 


Thr 


He 


Ala 


Gly 


Ala 


Val 




i on 






230 










235 










240 










1 Q9 


ata 


gga 


gtt 


ttg 


ctt 


get 


eta 


gtg 


etc 


att 


ggt 


ctt 


ate 


ate 


ttt 


tgc 


a a r\ c 
4005 




He 


Gly 


Val 


Leu 


Leu 


Ala 


Leu 


Val 


Leu 


He 


Gly 


Leu 


He 


He 


Phe 


Cys 








245 










250 










255 












196 


tgt 


cgt 


taa 


tctagataag taatgatcat aatcagccat atcacatctg 






4 U ->4 


197 


Cys 


Arg 
































198 


260 


































900 

\j \j 


tagaggtttt acttgcttta aaaaacctcc cacacctccc 


cctgaacctg aaacataaaa 


>l 1 1 A 


202 


tgaatgcaat tgttgttgtt aacttgttta ttgcagctta 


taatggttac aaataaagca 


4 J. / 4 


204 


atagcatcac aaatttcaca aataaagcat ttttttcact 


gcattctagt tgtggtttgt 


A 0 "3 A 
4 Z j4 




ccaaactcat caatgtatct tatcatgtct ggatccccgg 


gtaccgagct eg 




yl O Q £ 
4 ZOO 


209 


<210> SEQ ID NO: 


: 2 


























210 


<211> LENGTH: 261 


























211 


<212> TYPE: 


PRT 




























91 9 

Z> X Z. 


<213> ORGANISM: 


porcine 
























214 


<400> SEQUENCE: 


2 


























216 


Met 


Ala 


Leu 


Leu 


Leu 


Cys 


Phe 


Val 


Leu 


Leu 


Cys 


Gly 


Val 


Ala 


Asp 


Leu 




917 


1 








5 










10 










15 






990 
z z u 


Thr 


Arg 


Ser 


Leu 


Ser 


He 


Thr 


Thr 


Pro 


Glu 


Gin 


Met 


He 


Glu 


Lys 


Ala 




221 








20 










25 










30 








224 


Lys 


Gly 


Glu 


Thr 


Ala 


Tyr 


Leu 


Pro 


Cys 


Arg 


Phe 


Thr 


Leu 


Gly 


Pro 


Glu 




225 






35 










40 










45 










228 


Asp 


Gin 


Gly 


Pro 


Leu 


Asp 


He 


Glu 


Trp 


Leu 


Leu 


Ser 


Pro 


Ala 


Asp 


Asn 




229 




50 










55 










60 












232 


Gin 


Lys 


Val 


Asp 


Gin 


Val 


He 


He 


Leu 


Tyr 


Ser 


Gly 


Asp 


Lys 


He 


Tyr 




233 


65 










70 










75 










80 




236 


Asp 


Asp 


Tyr 


Tyr 


Gin 


Asp 


Leu 


Lys 


Gly 


Arg 


Val 


His 


Phe 


Thr 


Ser 


Asn 




237 










85 










90 










95 






240 


Asp 


Leu 


Lys 


Ser 


Gly 


Asp 


Ala 


Ser 


He 


Asn 


Val 


Thr 


Asn 


Leu 


Gin 


Leu 




241 








100 










105 










110 
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244 Ser Asp lie Gly Thr Tyr 

245 115 

248 Gly Asn Lys Lys lie Gin 

249 130 

252 Arg Cys Tyr Val Asp Gly 

253 145 150 

256 Lys Cys Glu Pro Lys Glu 

257 165 

260 Lys Leu Ser Asn Ser Gin 

261 180 

264 Thr Ser Pro Val He Ser 

265 195 

268 Thr Tyr Ser Cys Thr Val 

269 210 

272 Leu Arg Leu Asp Val Val 

273 225 230 

276 Gly Ala Val He Gly Val 

277 245 

280 He Phe Cys Cys Arg 

281 260 

286 <210> SEQ ID NO: 3 

287 <211> LENGTH: 1098 

288 <212> TYPE: DNA 

289 <213> ORGANISM: porcine 
W--> 290 <220> FEATURE: 

291 <221> NAME/KEY: CDS 

292 <222> LOCATION: (1)..(1098) 
2 94 <4 00> SEQUENCE: 3 



295 


atg 


gcg 


etc 


ctg 


ctg 


tgc 


ttc 


gtg 


etc 


ctg 


tgc 


gga 


gtc 


gcg 


gat 


etc 


48 


296 


Met 


Ala 


Leu 


Leu 


Leu 


cys 


Phe 


Val 


Leu 


Leu 


Cys 


Gly 


Val 


Ala 


Asp 


Leu 




297 


1 








5 










10 










15 






299 


acc 


aga 


agt 


ttg 


agt 


ate 


act 


act 


cct 


gaa 


cag 


atg 


att 


gaa 


aag 


gee 


96 


300 


Thr 


Arg 


Ser 


Leu 


Ser 


He 


Thr 


Thr 


Pro 


Glu 


Gin 


Met 


He 


Glu 


Lys 


Ala 




301 








20 










25 










30 








303 


aaa 


ggg 


gaa 


act 


gee 


tat 


ttg 


cca 


tgc 


aga 


ttt 


acc 


ctg 


ggt 


cca 


gaa 


144 


304 


Lys 


Gly 


Glu 


Thr 


Ala 


Tyr 


Leu 


Pro 


Cys 


Arg 


Phe 


Thr 


Leu 


Gly 


Pro 


Glu 




305 






35 










40 










45 










307 


gac 


cag 


ggg 


ccg 


ctg 


gac 


ate 


gag 


tgg 


ctg 


ctg 


tea 


cca 


get 


gat 


aat 


192 


308 


Asp 


Gin 


Gly 


Pro 


Leu 


Asp 


He 


Glu 


Trp 


Leu 


Leu 


Ser 


Pro 


Ala 


Asp 


Asn 




309 




50 










55 










60 












311 


cag 


aag 


gtg 


gat 


caa 


gtg 


att 


att 


tta 


tat 


tct 


gga 


gac 


aaa 


att 


tat 


240 


312 


Gin 


Lys 


Val 


Asp 


Gin 


Val 


He 


He 


Leu 


Tyr 


Ser 


Gly 


Asp 


Lys 


He 


Tyr 




313 


65 










70 










75 










80 




315 


gac 


gac 


tac 


tac 


caa 


gat 


ctg 


aaa 


gga 


cga 


gta 


cat 


ttt 


aca 


agt 


aat 


288 


316 


Asp 


Asp 


Tyr 


Tyr 


Gin 


Asp 


Leu 


Lys 


Gly 


Arg 


Val 


His 


Phe 


Thr 


Ser 


Asn 




317 










85 










90 










95 






319 


gat 


etc 


aaa 


tea 


ggt 


gat 


gca 


tea 


ata 


aat 


gta 


aca 


aat 


eta 


cag 


ttg 


336 


320 


Asp 


Leu 


Lys 


Ser 


Gly Asp 


Ala 


Ser 


He 


Asn 


Val 


Thr 


Asn 


Leu 


Gin 


Leu 




321 








100 










105 










110 









A:\SEQ IDs of application 4_31499A.txt 
N:\CRF3\12062001\I899634A.raw 



\j in 


Cys 


Lys 


Val 


Lys 


Lys 


Aia 


Pro 


Lily 


vai 














1Z J 








Leu 


Thr 


vai 


Leu 


Leu 


Lys 


Pro 


Ser 


biy 


Thr 


1 










1 A C\ 










OC1 


JjiU 


vj J.U 


ire 


Ljiy 


Asn 


Asp 


fne 


Lys 


Leu 










1 D J 










i fin 

ID u 


Gly 


Ser 


Leu 


Pro 


Leu 


Leu 


Tyr 


Glu 


Trp 


Gin 








170 










175 




Lys 


Leu 


Pro 


Thr 


Leu 


Trp 


Leu 


Ala 


Glu 


Met 






185 










190 






Val 


Lys 


Asn 


Ala 


Ser 


Thr 


Glu 


Tyr 


Ser 


Gly 




200 










205 








Lys 


Asn 


Arg 


Val 


Gly 


Ser 


Asp 


Gin 


Cys 


Leu 


215 










220 










Pro 


Pro 


Ser 


Asn 


Arg 


Ala 


Gly 


Thr 


He 


Ala 










235 










240 


Leu 


Leu 


Ala 


Leu 


Val 


Leu 


He 


Gly 


Leu 


He 



250 255 
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Input Set : A:\SEQ IDs of application 4_31499A.txt 
Output Set: N:\CRF3\12062001\I899634A.raw 





tea 


gat 


att 


ggc 


aca 


4- a +■ 
Cat 


cag 


tgc 


aaa 


gtg 


aaa 


aag 


get 


cct 


ggt 


gtt 


"3 Q A 


324 


Ser 


Asp 


He Gly 


j. 11X 


iyr 


Gin 


Cys 


ij_y o 


Va 1 
v ax 


iiy o 


Lys 


Ala 
Ala 


Pro 


P 1 

V3iy 


v ai 




JZ J 






lis 

X X -J 










120 










i nc 










? 9 7 


gga 


aat 


aag 


aag 


+• +■ 

att 


cag 


ctg 


aca 


g ui 


r»+- 4- 
C LL 


--,4- 4- 

ctt 


aag 


cct 


tea 


ggt 


aca 




328 


Gly Asn 


Lys 


Lys 


Tin 
lie 


Pin 
ox 11 


Leu 


Thr 


Va 1 
Val 


Leu 


Leu 


Lys 


Pro 


Ser 


P 1 \T 

biy 


i nr 








1 ^0 

-LOW 










135 










1 A f\ 

JL4 U 












"3 ^ 1 


aga 


tgt 


■Hat 




gat 


gga 


tea 


gaa 


gaa 


=1 4- 4- 

att 


gga 


aar. 


gac 


4-4-4- 
ttt 


aaa 


eta 


4 oU 


332 


t\±. y 




iyr 


V d x 


a on 
nop 


pi v 
uiy 


Ser 


Glu 


UlU 


Tip 
lie 


(21 \T 


Asn 


Zi c r\ 




Lys 


Leu 




J O J 


1 4 S 

j. ** j 










IJU 










1 cc 

IJJ 










xOU 




^ ^ s 


aaa 


tgt 


gaa 


cca 


aaa 


gaa 


ggt 


tea 


etc 


cca 




cca 


4- a 4- 


gaa 


tgg 


cag 


coo 
DZO 


J J o 


Lys 


Cys 


P 1 n 
ulU 


Pro 


Lys 


Pin 
ulU 


Gly Ser 


Leu 


Pro 


Leu 


Leu 


Tyr 


Pin 
LjIU 


Trp 


uxn 




j j / 










103 










i / u 










1 1 D 






Q 


aaa 


ttg 


tec 


a a +■ 


LCa 


cag 


aag 


ctg 


ccc 


ace 


4- 4- vt 

ttg 


tgg 


4- 4- 

tua 


gca 


gaa 


_ 4- _ 

atg 


C *7 C 


l&Cl 

J4U 


Lys 


Leu 


Car 


Asn 




fl n 


Lys 


Leu 


Pro 


Thr 


Leu 


Trp 


Leu 


Aia 


bill 


Met 




"3 A 1 

J fr 1 








l fin 

X O \J 




















iyu 








J 1 ! J 


act 


tea 


CCl 


y lu 


ata 


tct 


gta 


aaa 


a a 4- 

aat 


gee 


4- *-i4- 

tct 


act 


gaa 


tac 


4- /~i4- 

tct 


ggg 




344 


Thr 


Ser 


F) r*^k 
ir X O 


val 


He 


Ser 


Val 


Lys 


Asn 


nlQ 


Car 
Del 


1 ILL 


Pin 
ulU 


Tyr 


G c± i" 


P 1 TT 

Vjiy 




o t j 






195 










9fin 

Z \J u 




















•1/17 


aca 


tac 


age 


tgt 


ace 


gtg 


aaa 


aac 


aga 


gtg 


ggc 


lCl 


gac 


cag 


tgc 


ctg 


C "1 o 


348 


Thr 


Tyr 


C ^ "r* 
OCX 


Cys 


Thr 


Val 


Lys 


Asn 


Arg 


Va 1 
Val 


fl v 

oiy 


oGx 


Asp 


Pin 


Cys 


Leu 




j ft ^ 




210 










z i j 










i o n 












j ji 


ctt 


cgc 


ctg 


yai 


gtg 


gtt 


cct 


cct 


tea 


aaL 


aga 


get 


gga 


aca 


att 


gca 


i o r\ 
/zU 


352 


Leu 


Arg 


Leu 


Asp 


Val 


Val 


Pro 


Pro 


Ocl, 


Asn 


Arg 


alp 

nxa 


vjiy 


T 1 Vl T* 

J. Ill 


Tl A 

lie 


Ala 




j j j> 


225 










230 










Tic 
Z o D 










O A c\ 
z4 U 




j j j 


gga 


get 


y ll 


-i- 3 

a La 


gga 


gtt 


+■ 4-rr 

ttg 


Cll 


get 


CLa 


gtg 


etc 


att 


ggt 


ctt 


att 


t r o 


356 


Gly Ala 


v ax 


Tip 

lie 


Gly Val 


Leu 


Leu 


a 1 a 
nia 


Leu 


1 

Val 


Leu 


Tin 

i ie 


P 1 T7 

uiy 


Leu 


lie 




j j / 










245 




















O ^ ^ 






~) j 


gtg 


ttt 


tgc 


tgt 


cat 


aaa 


aag 


cgc 


aga 


gaa 


gaa 


aaa 


4- a /-i 

tac 


gaa 


aaa 


gaa 


OlO 


360 


Val 


Phe 




p^r c 


His 


Lys 


Lys 


Arg 


riX y 


ulU 


ulU 


iiy o 


iyr 


Pin 
vjlU 


Lys 


pin 

bill 




^fi 1 

JDl 








260 
u u 










0 £ c: 










Z 1 u 








J U -J 


gtg 


cat 


L-a u 


y a t_ 


ate 


agg 


gaa 


gac 


gtg 


cct 


cct 


ccg 


aag 


age 


aga 


acg 


oo4 


364 


Val 


His 


til G 
XI X o 


Asp 


He 


Arg 


Glu 


Asp 


Va 1 
v a x 


riu 


.r XU 


Dm 
riu 


Lys 


otrx 


Arg 


1 111 




J U J 






97 S 










280 










ZOJ 












tec 


act 


gee 


aga 


age 


tac 


etc 


ggc 


age 


aac 


cac 


teg 


tec 


ctg 


gga 


tec 




368 


Ser 


Thr 


A±a 


Arg 


Ser 


Tyr 


Leu 


Gly 


Cor 


Asn 


nlS 


Ser 


Ser 


Leu 


ijiy 


Ser 




J O J 




290 










295 






















"371 


atg 


tct 


cct 


tec 


aac 


atg 


gaa 


ggc 


4- _ 4- 

tat 


tec 


aag 


act 


cag 


tat 


aac 


cag 


960 


372 


Met 


Ser 


Pro 


Ser 


Asn 


Met 


Glu 


Gly 


Tyr 


Ser 


Lys 


Thr 


Gin 


Tyr 


Asn 


Gin 




373 


305 










310 










315 










320 




375 


gta 


cca 


age 


gaa 


gac 


ttt 


gaa 


cgc 


get 


cct 


cag 


agt 


cca 


act 


etc 


ccg 


1008 


376 


Val 


Pro 


Ser 


Glu 


Asp 


Phe 


Glu 


Arg 


Ala 


Pro 


Gin 


Ser 


Pro 


Thr 


Leu 


Pro 




377 










325 










330 










335 






379 


etc 


get 


aag 


gta 


get 


gee 


cct 


aat 


etc 


age 


egg 


atg 


gga 


gcg 


gtg 


cct 


1056 


380 


Leu 


Ala 


Lys 


Val 


Ala 


Ala 


Pro 


Asn 


Leu 


Ser 


Arg 


Met 


Gly 


Ala 


Val 


Pro 




381 








340 










345 










350 








383 


gtg atg 


att 


cca 


gee 


cag 


age 


aag 


gac 


ggg 


tec 


ata 


gta 


taa 






1098 


384 


Val 


Met 


He 


Pro 


Ala 


Gin 


Ser 


Lys 


Asp 


Gly 


Ser 


He 


Val 










385 






355 










360 










365 











389 <210> SEQ ID NO: 4 
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PATENT APPLICATION: US/09/899, 634A TIME: 16:19:13 



Input Set : A:\SEQ IDs of application 4_31499A.txt 
Output Set: N:\CRF3\12062001\I899634A.raw 

L:4 M:283 W: Missing Blank Line separator, <120> field identifier 
L:8 M:270 C: Current Application Number differs, Replaced Current Application 
L:8 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:290 M:283 W: Missing Blank Line separator, <220> field identifier 
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